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What Is Crystallography?

What can crystallography tell us? What are the benefits of crystallography? How does crystallography work? What kind of crystal should you select for measurement?
The three-dimensional (3D) structure of a molecule By irradiating a single crystal with X-rays or electron It is necessary to select a single crystal that yields high-resolution data, in which diffraction
can be determined. beams and analyzing the resulting diffraction spots are clearly observed from the center to the outer region of the diffraction pattern.
pattern, atomic positions can be determined.
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Which should you choose, X-rays How do you choose the Where is crystallography used?
or electron beams? appropriate X-ray source?
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